
AatII GACGT C
C TGCAG

AccIII T CCGGA
AGGCC T

Acc16I TGC GCA
ACG CGT

Acc65I G GTACC
CCATG G

AccB7I CCANNNN NTGG
GGTN NNNNACC

AclI AA CGTT
TTGC AA

AcvI CAC GTG
GTG CAC

AfeI AGC GCT
TCG CGA

AflII C TTAAG
GAATT C

AgeI A CCGGT
TGGCC A

AhlI A CTAGT
TGATC A

Alw44I G TGCAC
CACGT G

ApaI GGGCC C
C CCGGG

ApaLI G TGCAC
CACGT G

AseI AT TAAT
TAAT TA

AsiGI A CCGGT
TGGCC A

AsiSI GCGAT CGC
CGC TAGCG

AspA2I C CTAGG
GGATC C

AsuNHI G CTAGC
CGATC G

BalI TGG CCA
ACC GGT

BamHI G GATCC
CCTAG G

BclI T GATCA
ACTAG T

BfrI C TTAAG
GAATT C

BglI GCCNNNN NGGC
CGGN NNNNCCG

BglII A GATCT
TCTAG A

BlnI C CTAGG
GGATC C

BmtI GCTAG C
C GATCG

Bpu14I TT CGAA
AAGC TT

Bse8I GATNN NNATC
CTANN NNTAG

Bse21I CC TNAGG
GGANT CC

BsePI G CGCGC
CGCGC G

BseX3I C GGCCG
GCCGG C

Bsp13I T CCGGA
AGGCC T

Bsp19I C CATGG
GGTAC C

BssHII G CGCGC
CGCGC G

BssNAI GTA TAC
CAT ATG

BstAPI GCANNNN NTGC
CGTN NNNNACG

BstAUI T GTACA
ACATG T

BstEII G GTNACC
CCANTG G

BstENI CCTNN NNNAGG
GGANNN NNTCC

BstPAI GACNN NNGTC
CTGNN NNCAG

BstSNI TAC GTA
ATG CAT

BstXI CCANNNNN NTGG
GGTN NNNNNACC

CciNI GC GGCCGC
CGCCGG CG

ClaI AT CGAT
TAGC TA

DraI TTT AAA
AAA TTT

DraIII CACNNN GTG
GTG NNNCAC

DseDI GACNNNN NNGTC
CTGNN NNNNCAG

Eco52I C GGCCG
GCCGG C

Eco81I CC TNAGG
GGANT CC

EcoRI G AATTC
CTTAA G

EcoRV GAT ATC
CTA TAG

FauNDI CA TATG
GTAT AC

FspI TGC GCA
ACG CGT

HindIII A AGCTT
TTCGA A

HpaI GTT AAC
CAA TTG

KpnI GGTAC C
C CATGG

KspI CCGC GG
GG CGCC

Ksp22I T GATCA
ACTAG T

MfeI C AATTG
GTTAA C

MluI A CGCGT
TGCGC A

MroI T CCGGA
AGGCC T

MroNI G CCGGC
CGGCC G

MroXI GAANN NNTTC
CTTNN NNAAG

MscI TGG CCA
ACC GGT

MunI C AATTG
GTTAA C

NaeI GCC GGC
CGG CCG

NarI GG CGCC
CCGC GG

NcoI C CATGG
GGTAC C

NdeI CA TATG
GTAT AC

NheI G CTAGC
CGATC G

NotI GC GGCCGC
CGCCGG CG

NruI TCG CGA
AGC GCT

NsbI TGC GCA
ACG CGT

NsiI ATGCA T
T ACGTA

PacI TTAAT TAA
AAT TAATT

PceI AGG CCT
TCC GGA

PciI A CATGT
TGTAC A

PinAI A CCGGT
TGGCC A

PshAI GACNN NNGTC
CTGNN NNCAG

PsiI TTA TAA
AAT ATT

PspCI CAC GTG
GTG CAC

PspEI G GTNACC
CCANTG G

PspOMI G GGCCC
CCCGG G

PstI CTGCA G
G ACGTC

PvuI CGAT CG
GC TAGC

PvuII CAG CTG
GTC GAC

SacI GAGCT C
C TCGAG

SacII CCGC GG
GG CGCC

SalI G TCGAC
CAGCT G

SbfI CCTGCA GG
GG ACGTCC

ScaI AGT ACT
TCA TGA

SfuI TT CGAA
AAGC TT

SlaI C TCGAG
GAGCT C

SmaI CCC GGG
GGG CCC

SmiI ATTT AAAT
TAAA TTTA

SnaBI TAC GTA
ATG CAT

SpeI A CTAGT
TGATC A

SphI GCATG C
C GTACG

SspI AAT ATT
TTA TAA

StuI AGG CCT
TCC GGA

SwaI ATTT AAAT
TAAA TTTA

Van91I CCANNNN NTGG
GGTN NNNNACC

VneI G TGCAC
CACGT G

VspI AT TAAT
TAAT TA

XbaI T CTAGA
AGATC T

XhoI C TCGAG
GAGCT C

XmaI C CCGGG
GGGCC C

XmnI GAANN NNTTC
CTTNN NNAAG

ZraI GAC GTC
CTG CAG

Zsp2I ATGCA T
T ACGTA
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